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In the Specification 

Please insert the following paragraphs on page 3, line 38 of the specification as amended 
on September 22, 2004: 

SEQ ID NO:15 is the full-length (2.2 kb) nucleotide sequence of human S1P5 cDNA (Figure 

8) 

SEQ ID NO: 16 is the deduced amino acid sequence of human S1P5 cDNA coding region 
(Figure 8) 

SEQ ID NO:17 is the predicted amino acid sequence of S1P5 (Figures 12A and 12B) 
SEQ ID NO:18 is the predicted amino acid sequence of SlP5-alpha (Figure 12A) 
SEQ ID NO: 19 is the predicted amino acid sequence of SlP5-beta (Figure 12B) 

Please insert the following paragraphs on page 6, line 14 of the specification as filed: 

FIGURE 1 4 shows a comparison of the amino acid sequences of the sphingosine- 1 -phosphate 
receptor (SIP) (SEQ IDNO:10) and the sphingosine- 1 -phosphate 1 receptor (SIP1) (SEQ IDNO:l 1). 

FIGURE 1 5 shows a comparison of the amino acid sequences of SIP (SEQ ID NO: 10) and 
SIP2 (SEQ ID NO: 14). 

Please replace the paragraphs found on page 4, lines 7-18 of the specification, as filed, 
with the following paragraphs: 

FIGURE 4 shows the alignment of the amino acid sequence of SPPR with other members of 
the sphingosine 1 -phosphate receptor family. The deduced amino acid sequence of sppr (SEQ ID 
NO:7) is compared with rat edg-1 (SEOIDNO:6) and nrg-1 (SEOIDNO^. There is approximately 
85% identity with these genes. 
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FIGURE 5 shows the nucleotide sequence (SEP ID NO:9) and deduced amino acid sequence 
(SEP ID NO: 8) of splice variant, sphingosine 1 -phosphate receptor 1 . 1 .6 kb fragment is obtained by 
RT-PCR using total RNA isolated from PBMC of an LGL leukemia patient. The fragment is then 
cloned and sequenced. 

FIGURE 6 shows the nucleotide sequence (SEP ID NO: 13) and deduced amino acid 
sequence (SEP ID NO: 12) of splice variant, sphingosine 1 -phosphate receptor 2. The nucleotide 
sequence of an alternative splice variant of sppr and deduced sequence. 1 .2 kb fragment is obtained 
from RT-PCR using total RNA isolated from PBMC of LGL leukemia. The fragment is then cloned 
and sequenced. 

Please replace the paragraphs found on page 4, line 25 through page 5, line 7 of the 
specification, as filed, with the following paragraphs: 

FIGURE 8 shows nucleotide and deduced amino acid sequence of human S1P 5 cDNA. Full- 
length (2.2 kb) nucleotide sequence of SIP * (SEP ID NO: 15) is compiled from the sequences of 
clones isolated from LGL leukemia library (clone 6) and RT-PCR products. GenBank Accession 
No. AF33 1 840. The predicted amino acids of the coding region are shown underneath by a single 
letter abbreviation (SEQ ID NO: 16) . The left side of the sequence shows nucleotide numbers and 
the right side shows amino acid numbers. Possible seven transmembrane helices are underlined. 
The putative polyadenylation sites are in bold. 

FIGURE 9 shows Alignment of the deduced amino acid sequence of SIP5 with other 
members: The deduced amino acid sequence of SIP s (SEQ ID NO:7) is compared with predicted 
amino acid sequences of rat edg-8 (SEQ ID NO:6) and nrg-1 (SEQ IDNO:5) . There is approximately 
86% identity with these genes. * - single, fully conserved residue, : - conservation of strong groups, 
. - conservation of weak groups, - no consensus. 

Please replace the paragraph found on page 5, line 29 through page 6, line 6 of the 
specification, as filed, with the following paragraph: 

FIGURE 12A-B shows compariso n comparisons of the predicted amino acid sequences of 
S1P 5 , SlP 5 -a and SlP 5 - 0 (SEP ID NQ:1Z SEP ID NO:18, SEP ID NO:19. respectively) . The 
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predicted amino acid sequences are aligned using CLUSTAL program. Figure 12A illustrates the 
nucleotide sequence of an alternative splice variant of SIPs-a and deduced amino acid sequence 
(SEQ ID NO: 18) . A 1.6 kb fragment is obtained from RT-PCR using total RNA isolated from 
PBMC of LGL leukemia patient. This fragment is cloned and sequenced. Figure 12B illustrates the 
nucleotide sequence of an alternative splice variant of SIPs-fi and deduced sequence (SEQ ID 
NO: 19) . A 1 .2 kb fragment is obtained from RT-PCR using total RNA isolated from PBMC of LGL 
leukemia. This fragment is cloned and sequenced. 
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